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1l3r_PKACa  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GNAAAAKKGXEQESVKEFLAKAKEDFLKKWET~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1jlu_AMPK   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GNAAAAKKGSEQESVKEFLAKAKEDFLKKWET~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
31213155.i  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TVRFSDHTLDKATKAKVTLENYYSNLITQHGERKQR~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~QAKLEASLKDETLSESQ~~~~~~~~~~~~~~~~~~~~~~~~~~~~RQEKRMQHAQKETEFL 
24667016.f  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MMSSRTQDADGASIRFSDHTLDKATKAKVTLENYYSNLVTQYGERKQR~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~LAKLEAQLKDESLSEAQ~~~~~~~~~~~~~~~~~~~~~~~~~~~~RQEKRLQHAQKETEYL 
27370078.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MAMTAGATTTFPMSNHTRERVTVAKLTLENFYSNLILQHEERETR~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~QKKLEVAMEEEGLADEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~KKLRRSQHARKETEFL 
NDR2.h      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MAMTAGTTTTFPMSNHTRERVTVAKLTLENFYSNLILQHEERETR~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~QKKLEVAMEEEGLADEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~KKLRRSQHARKETEFL 
34852268.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MAMTG~STPCSSMSNHTKERVTMTKVTLENFYSNLIAQHEEREMR~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~QKKLEKVMEEEGLKDEECAAGYTDGLGGEKEPLKDACVALSHEKMKRLRRSAHARKETEFL 
19527344.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MAMTG~STPCSSMSNHTKERVTMTKVTLENFYSNLIAQHEEREMR~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~QKKLEKVMEEEGLKDEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~KRLRRSAHARKETEFL 
NDR1.h      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MAMTG~STPCSSMSNHTKERVTMTKVTLENFYSNLIAQHEEREMR~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~QKKLEKVMEEEGLKDEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~KRLRRSAHARKETEFL 
32566202.w  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MGEIAPEMEISQYTKDKASCTRISIESYYSKRVTQCAERENR~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~LKKLEEDISARGLSDEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~KEEKRKIHHSKETDYL 
15234064.p  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MEDIQEEENGTDE~EVLGSSLTMEKVAAAKQYIENHYKAQNKNIQERKER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RWILERKLASSGVPKEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~QINMIKDLERKETEFM 
27420006    ~~~~~~~~~MESEMADAAPAPAVAA~~~~~~~~~~~~~~~~~~~~AATAEPLAAVAEEGEEGGE~AAVGSTLTMERVAAAKKFIENHYRSQMKNIQERKERFSVEKCAVNVVWMRRLCLSLSAVDNTLVAYHLFVLSGWRFRLERQLESSQVPREQ~~~~~~~~~~~~~~~~~~~~~~~~~~~~QINLLKDLERKETEYM 
18399030.p  ~~~~~~~~~MENQEED~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~EVVLAKVTSEVEDNFEDEGLVSNSTLEKVAAAKKYIENHYNRRMRHIQQRKER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RWVLEQKIASLDVSEKE~~~~~~~~~~~~~~~~~~~~~~~~~~~~QLELLEDLQRKETEYT 
AK101120    ~~~~~~~~~MDSARSWFQKFQPRDK~~~~~~~~~~~~~~~~~SK~~~~SPAVAASHGKDPGKPPIDDAPSSATKQRVAAAKQYIENHYKTKMKSLQDRKER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RWMLERKLQDAEVPVEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~QNNILKHLEKKETEYM 
55960009    ~~~~~~~~~MDSARSWLQKLQPRDK~~~~~~~~~~~~~~~~~DRGKPASPTAARKDGAAAMAEDGEEAISSTTATKVAAAKQFIENHYKDQMRSLEERKER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RRMLESKLADPDVSEEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~QNNILKDFENREREIM 
30682806.p  ~~~~~~~~~METAKAWLSKLKSKDK~~~~~~~~~~~~~~~~~VKSSKKKEATS~NVKEGPKTAGGEEALSNITKEKAAAAKLYIENHYKMQMQSLQERKER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RKMLEKKLAAAEVSEEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~QNNLLKDLEMKETEYM 
30682811.p  ~~~~~~~~~METAKAWLSKLKSKDK~~~~~~~~~~~~~~~~~VKSSKKKEATS~NVKEGPKTAGGEEALSNITKEKAAAAKLYIENHYKMQMQSLQERKER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RKMLEKKLAAAEVSEEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~QNNLLKDLEMKETEYM 
22331282.p  ~~~~~~~~~MDTARAWLKKLKSKGK~~~~~~~~~~~~~~~~~EKSSNKKETSRGNVKEGSKTAGGEEAVSNVTKQKAAAAKQYIENHYKKQVQSQQQRKER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RDMLENKLAAAEVSEEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~QKNLLKDLEKKETEYM 
15225358.p  ~~~~~~~~~MDSAKGWFQKRQ~~~~~~~~~MRGGSRYKG~~~~ASGGAGGGGSNGSADEHNVETDEEAVSNTTKQKVAAAKQYIENHYKEQMKILQERKER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RSMLEQKLADADVSEED~~~~~~~~~~~~~~~~~~~~~~~~~~~~QNNLLKFLEKKETEYM 
15219591.p  ~~~~~~~~~MDSARSWFHKFQPRDKPRKKDMFSGSTYGGGVTETTVPDGGNDTETATKLPPLGGDGEALSNSTKQKVAAAKQYIENHYKEQMKNLNERKER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RTTLEKKLADADVCEED~~~~~~~~~~~~~~~~~~~~~~~~~~~~QTNLMKFLEKKETEYM 
16418172    ~~~~~~~~~MDSARSWFTKLQ~~~~~~~~~~~~~~~~~~~~~~~~TREKSIGKKKELPPNGKEGTDEAPSSATKQRVAAAKQYIEKHYKEQMKNLQDRKER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RCSLEKKLADANVSEEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~QHNIVKQFEKKETEYM 
15221465.p  ~~~~~~~MATEPTRSWFQIRQQKPD~~~~~~~~~~~~~~~~~~~KSSPTKKGQEGNVKNLGRPPMNDAPSNATKQKVAAAKQYIENHYKIQKKSLQERKER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RSILEQNLADADVTVED~~~~~~~~~~~~~~~~~~~~~~~~~~~~KMDILKNFEKKEMEYM 
18416116.p  ~~~~~~~~~MDG~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ADGTVRVKPGRGFETETDVAVSSPVTRQKAAAAKQFIENHYKNYLQGLHERMER~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RREFQRKVQEAQLPVEE~~~~~~~~~~~~~~~~~~~~~~~~~~~~QDEMMRNLARRETEYM 
1muo_AUR1   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ENNPEEELASKQKNEES~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1omw_GPRK2  ~MADLEAVLADVSYLMAMEKSKATPAARASKKILLPEPSIRSVMQKYLEDRGEVTFEKIFSQKLGYLLFRDFCLKHLEEAKPLVEFYEEIKKYEKLETEEER~~~~~~~~~~LVCSREIFDTYIMKELLACSHPFSKSAIEHVQGHLVKKQVPPDLFQPYIEEICQNLRG~~~~~~~~~~DVFQKFIESDKFTRFCQWKN 
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1l3r_PKACa  ~PSQNTAQLDQFDRIKTLGTGSFGRVMLVKHKESGNHYAMKILDKQKVVKLKQIEHTLNEKRILQAVNF~~~PFLVKLEFSFKDNSNLYMVMEYVAGGEMFSHLRRIGRFXEPHARFYAAQIVLTFEYLHSLDLIYRDLKPENLLIDQQ~~~~~~~~~~~~~~~~~~~~~~~~~~~~GYIQVTDFGFAKRVKGR~~~~~~ 
1jlu_AMPK   ~PSQNTAQLDQFDRIKTLGTGSFGRVMLVKHKESGNHYAMKILDKQKVVKLKQIEHTLNEKRILQAVNF~~~PFLVKLEFSFKDNSNLYMVMEYVAGGEMFSHLRRIGRFSEPHARFYAAQIVLTFEYLHSLDLIYRDLKPENLLIDQQ~~~~~~~~~~~~~~~~~~~~~~~~~~~~GYIQVTDFGFAKRVKGR~~~~~~ 
31213155.i  RLKRSRLGVEDFEALKVIGRGAFGEVRLVQKKDTGHVYAMKVLRKADMLEKEQVAHVRAERDVLVEADH~~~QWVVKMYYSFQDSVNLYLIMEFLPGGDMMTLLMKKDTLSEECTQFYIVETALAIDSIHRLGFIHRDIKPDNLLLDAR~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHLKLSDFGLCTGLKKSHRTDFY 
24667016.f  RLKRLRLGVEDFEALKVIGRGAFGEVRLVQKKDTGHVYAMKVLRKADMLEKEQVAHVRAERDVLVEADH~~~QWVVKMYYSFQDPVNLYLIMEFLPGGDMMTLLMKKDTLSEEGTQFYISETALAIDSIHKLGFIHRDIKPDNLLLDAR~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHLKLSDFGLCTGLKKSHRTDFY 
27370078.m  RLKRTRLGLDDFESLKVIGRGAFGEVRLVQKKDTGHIYAMKILRKADMLEKEQVAHIRAERDILVEADG~~~AWVVKMFYSFQDKRNLYLIMEFLPGGDMMTLLMKKDTLTEEETQFYISETVLAIDAIHQLGFIHRDVKPDNLLLDAK~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHVKLSDFGLCTGLKKAHRTEFY 
NDR2.h      RLKRTRLGLDDFESLKVIGRGAFGEVRLVQKKDTGHIYAMKILRKSDMLEKEQVAHIRAERDILVEADG~~~AWVVKMFYSFQDKRNLYLIMEFLPGGDMMTLLMKKDTLTEEETQFYISETVLAIDAIHQLGFIHRDIKPDNLLLDAK~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHVKLSDFGLCTGLKKAHRTEFY 
34852268.m  RLKRTRLGLEDFESLKVIGRGAFGEVRLVQKKDTGHVYAMKILRKADMLEKEQVGHIRAERDILVEADS~~~LWVVRMFYSFQDKLNLYLIMEFLPGGDMMTLLMKKDTLTEEETQFYIAETVLAIDSIHQLGFIHRDIKPDNLLLDSKSGSQKLRAEPSCSLLWGSISIRSQAAAWGHVKLSDFGLCTGLKKAHRTEFY 
19527344.m  RLKRTRLGLEDFESLKVIGRGAFGEVRLVQKKDTGHVYAMKILRKADMLEKEQVGHIRAERDILVEADS~~~LWVVKMFYSFQDKLNLYLIMEFLPGGDMMTLLMKKDTLTEEETQFYIAETVLAIDSIHQLGFIHRDIKPDNLLLDSK~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHVKLSDFGLCTGLKKAHRTEFY 
NDR1.h      RLKRTRLGLEDFESLKVIGRGAFGEVRLVQKKDTGHVYAMKILRKADMLEKEQVGHIRAERDILVEADS~~~LWVVKMFYSFQDKLNLYLIMEFLPGGDMMTLLMKKDTLTEEETQFYIAETVLAIDSIHQLGFIHRDIKPDNLLLDSK~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHVKLSDFGLCTGLKKAHRTEFY 
32566202.w  RLKRTRLTVNDFESLKVIGRGAFGEVRLVQKHDTGHIYAMKILRKSEMVEKEQTAHVRAERDILSEADC~~~DWVVKMYYSFQDYSNLYLVMEFLPGGDMMTLLIKKDTLTEEATQFYIAEAALAIQFIHSLGFIHRDIKPDNLLLDAR~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHVKLSDFGLCTGLKKFHRTDHY 
15234064.p  RLKRNKISVDDFELLTIIGRGAFGEVRLCRERKSGNIYAMKKLKKSEMVMRGQVEHVRAERNLLAEVES~~~HYIVKLYYSFQDPEYLYLIMEYLPGGDMMTLLMREDTLREDVARFYIAQSVLAIESIHRYNYIHRDIKPDNLLLDKD~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHMKLSDFGLCKPLDCRNLPSIQ 
27420006    RLKRHKICVDDFELLTIIGRGAFGEVRLCREKTSSNIYAMKKLKKSDMVVRGQVEHVRAERNLLAEVAS~~~HCIVKLYYSFQDSEYLYLIMEYLPGGDIMTLLMREDTLTEHVARFYIAETILAIESIHKHNYIHRDIKPDNLLLDKN~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHMKLSDFGLCKPIDCSKLSTLN 
18399030.p  RLMRNRLCVDDFDLLSIIGRGAFGEVRLCREKKTGNIYAMKKLKKSEMLSRGQVEHVRAERNLLAEVAS~~~DCIVKLYYSFQDPEYLYLIMEYLSGGDVMTLLMREETLTETVARFYIAQSVLAIESIHKHNYVHRDIKPDNLLLDKY~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHMKLSDFGLCKPLDCRNISAMN 
AK101120    RLQRHKMGVEDFELLTIIGRGAFGEVRLCREKASKNVYAMKKLKKSEMLRRGQVEHVKAERNLLAEVDS~~~AFIVKLYYSFQDEEYLYLIMEYLPGGDMMTLLMRKDTLTEDEARFYIAETVLAIESIHKHSYIHRDIKPDNLLLDRS~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHLKLSDFGLCKPLDSSNFPNLN 
55960009    RSRRHKMGVDDFELLTIIGRGAFGEVRLCREKATSNVYAMKKLKKSEMLRRGQVEHVRAERNLLAEVDS~~~AYIVKLYCSFQDEEFLYLVMEYLPGGDMMTLLMRKDTLTDDESRFYVAETILAIESIHKHNYIHRDIKPDNLLLDRT~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHLKLSDFGLCKPLDSSSFPNLS 
30682806.p  RRQRHKMGADDFEPLTMIGKGAFGEVRICREKGTGNVYAMKKLKKSEMLRRGQVEHVKAERNLLAEVDS~~~NCIVKLYCSFQDEEYLYLIMEYLPGGDMMTLLMRKDTLTEDEARFYIGETVLAIESIHKHNYIHRDIKPDNLLLDKD~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHMKLSDFGLCKPLDCS~~~NLQ 
30682811.p  RRQRHKMGADDFEPLTMIGKGAFGEVRICREKGTGNVYAMKKLKKSEMLRRGQVEHVKAERNLLAEVDS~~~NCIVKLYCSFQDEEYLYLIMEYLPGGDMMTLLMRKDTLTEDEARFYIGETVLAIESIHKHNYIHRDIKPDNLLLDKD~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHMKLSDFGLCKPLDCS~~~NLQ 
22331282.p  RRQRHKMGTDDFEPLTMIGKGAFGEVRICREKTTGNVYAMKKLKKSEMLRRGQVEHVKAERNLLAEVDS~~~NCIVKLYCSFQDEEYLYLIMEYLPGGDMMTLLMRKDTLTEDEARFYVGETVLAIESIHKHNYIHRDIKPDNLLLDRS~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHMKLSDFGLCKPLDCS~~~ILQ 
15225358.p  RLQRHKLGVADFDLLTMIGKGAFGEVRVCREKTTGQVYAMKKLKKAEMLRRGQVEHVRAERNLLAEVDS~~~NYIVKLYCSFQDDDHLYLVMEYLPGGDMMTLLMRKDTLTEEEAKFYVAETVLAIESIHRHNYIHRDIKPDNLLLDRY~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHLRLSDFGLCKPLDCS~~~AIG 
15219591.p  RLQRHKMGADDFELLTMIGKGAFGEVRVVREINTGHVFAMKKLKKSEMLRRGQVEHVRAERNLLAEVDS~~~NCIVKLYCSFQDNEYLYLIMEYLPGGDMMTLLMRKDTLSEDEAKFYIAESVLAIESIHNRNYIHRDIKPDNLLLDRY~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHLRLSDFGLCKPLDCS~~~VID 
16418172    RMQRHKMSVDDFDLLTMIGKGAFGEVRVCREKNTGNVYAMKKLRKSEMLRRGQVEHVKAERNLLAEVDH~~~HCIVKLYCSFQDSEYLYLIMEYLPGGDMMTLLMRKDTLTEDEARFYVGETVLAIEAIHRHNYIHRDIKPDNLLLDRH~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHLRLSDFGLCKPLDYSNFPDLN 
15221465.p  RLQRQKMGVDDFELLSIIGRGAFGEVRICKEKSTGSVYAMKKLKKSEMLRRGQVEHVKAERNVLAEVDS~~~PFIVKLCYSFQDDEHLYLIMEYLPGGDMMTLLMRKDTLREDETRFYVAQTILAIESIHKHNYVHRDIKPDNLLITRN~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHIKLSDFGLSKSLESKNFPDFK 
18416116.p  RLQRRKIGIDDFELLTVIGKGAFGEVRLCRLRSTSEVYAMKKLKKTEMLSRGQVEHVRSERNLLAEVDS~~~RYIVKLFYSFQDSECLYLIMEYLPGGDIMTLLMREDILSEDVARFYIAESILAIHSIHQHNYVHRDIKPDNLILDKS~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHLKLSDFGLCKPLDDKYSSLLL 
1muo_AUR1   ~~KKRQWALEDFEIGRPLGKGKFGNVYLAREKQSKFILALKVLFKAQLEKAGVEHQLRREVEIQSHLRH~~~PNILRLYGYFHDATRVYLILEYAPLGTVYRELQKLSKFDEQRTATYITELANALSYCHSKRVIHRDIKPENLLLGSA~~~~~~~~~~~~~~~~~~~~~~~~~~~~GELKIADFGWS~~~~~~~~~~~~ 
1omw_GPRK2  VELNIHLTMNDFSVHRIIGRGGFGEVYGCRKADTGKMYAMKCLDKKRIKMKQGETLALNERIMLSLVSTGDCPFIVCMSYAFHTPDKLSFILDLMNGGDLHYHLSQHGVFSEADMRFYAAEIILGLEHMHNRFVVYRDLKPANILLDEH~~~~~~~~~~~~~~~~~~~~~~~~~~~~GHVRISDLGLACDFSKKK~~~~~ 
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1l3r_PKACa  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TWX~~~~~~~~~LCGTPEYLAPEIILS~KGYNKAVDWWALGVLIYEMAAGYPPFFADQPIQIYEKIVSGKVRFPSHFSSDLKDLLRNLLQ~~~~VDLTKRFGNLKNGVNDIKNHKWFATTDWIAIYQRKVEAPFIPKFKGPGDTSNFDD~~YEEEE~~~~~~~ 
1jlu_AMPK   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TWX~~~~~~~~~LCGTPEYLAPEIILS~KGYNKAVDWWALGVLIYEMAAGYPPFFADQPIQIYEKIVSGKVRFPSHFSSDLKDLLRNLLQ~~~~VDLTKRFGNLKNGVNDIKNHKWFATTDWIAIYQRKVEAPFIPKFKGPGDTSNFDD~~YEEEE~~~~~~~ 
31213155.i  R~~~~~~~DLSQAKPSDFIGTCASPMDS~~~~KRRAESWKRNRRALAYSTVGTPDYIAPEVFLQ~TGYGPACDWWSLGVIMYEMLMGYPPFCSDNPQDTYRKVMNWRETLIFPPETPISEEARDTIVKFC~CEAERRLGSQR~GIEDLKLVQFFRGVDWEHIRE~~RPAAIPVEVRSIDDTSNFDE~~FPDVA~~~~~~~ 
24667016.f  R~~~~~~~DLSQAKPSDFIGTCASPMDS~~~~KRRAESWKRNRRALAYSTVGTPDYIAPEVFLQ~TGYGPACDWWSLGVIMYEMLMGYPPFCSDNPQDTYRKVMNWRETLIFPPEIPISEEAKETIINFC~CEADRRLGSQR~GLEDLKSVPFFRGVDWEHIRE~~RPAAIPVEVRSIDDTSNFDE~~FPDVS~~~~~~~ 
27370078.m  R~~~~~~~NLTHNPPSDFS~~~FQNMNS~~~~KRKAETWKKNRRQLAYSTVGTPDYIAPEVFMQ~TGYNKLCDWWSLGVIMYEMLIGFPPFCSETPQETYRKVMSWKETLAFPPEVPVSEKAKDLILRFC~TDSENRIGNG~~GVEEIKGHPFFEGVDWGHIRE~~RPAAIPIEIRSIDDTSNFDD~~FPESD~~~~~~~ 
NDR2.h      R~~~~~~~NLTHNPPSDFS~~~FQNMNS~~~~KRKAETWKKNRRQLAYSTVGTPDYIAPEVFMQ~TGYNKLCDWWSLGVIMYEMLIGYPPFCSETPQETYRKVMNWKETLVFPPEVPISEKAKDLILRFC~IDSENRIGNS~~GVEEIKGHPFFEGVDWEHIRE~~RPAAIPIEIKSIDDTSNFDD~~FPESD~~~~~~~ 
34852268.m  R~~~~~~~NLNHSLPSDFT~~~FQNMNS~~~~KRKAETWKRNRRQLAFSTVGTPDYIAPEVFMQ~TGYNKLCDWWSLGVIMYEMLIGYPPFCSETPQETYKKVMNWKETLTFPPEVPVSEKAKGLILRFC~CEWEHRIGAP~~GVEEIKSNPFFEGVDWEHIRE~~RPAAISIEIKSIDDTSNFDE~~FPESD~~~~~~~ 
19527344.m  R~~~~~~~NLNHSLPSDFT~~~FQNMNS~~~~KRKAETWKRNRRQLAFSTVGTPDYIAPEVFMQ~TGYNKLCDWWSLGVIMYEMLIGYPPFCSETPQETYKKVMNWKETLTFPPEVPVSEKAKGLILRFC~CEWEHRIGAP~~GVEEIKNNLFFEGVDWEHIRE~~RPAAISIEIKSIDDTSNFDE~~FPESD~~~~~~~ 
NDR1.h      R~~~~~~~NLNHSLPSDFT~~~FQNMNS~~~~KRKAETWKRNRRQLAFSTVGTPDYIAPEVFMQ~TGYNKLCDWWSLGVIMYEMLIGYPPFCSETPQETYKKVMNWKETLTFPPEVPISEKAKDLILRFC~CEWEHRIGAP~~GVEEIKSNSFFEGVDWEHIRE~~RPAAISIEIKSIDDTSNFDE~~FPESD~~~~~~~ 
32566202.w  R~~~~~~~NWPSTLPPDFIS~~~KPFES~~~~KRKAETWKRNRRAYAYSTVGTPDYIAPEVFQP~NGYTKSCDWWSLGVIMYEMLIGYPPFCSELPQETYRKVINWQQTLVFPSDVPISIEAKATIKRFC~CEAERRLGNHG~GLDEIKQCPFVKRIDWNHIRE~~RPPPIRVTVKSIDDTSNFDD~~FPDED~~~~~~~ 
15234064.p  ENRATDDETMSEPMDVDRCFPDTDNKRSWRSPQEQLQHWQMNRRKLAFSTVGTPDYIAPEVLLK~KGYGMECDWWSLGAIMYEMLVGYPPFYADDPISTCRKIVHWRNHLKFPEDAKFSSEAKDLICRLL~CNVDHRLGTGGG~AQQIKDHPWFKDVVWEKLYE~~MEAAYKPEVNDELDTQNFMK~~FDEVN~~~~~~~ 
27420006    EDEPMGDDNLRESMDIDSSFSETTNGRRWRSQHEQLQHWQMNRRKLAFSTVGTPDYIAPEVLLK~KGYGMECDWWSLGAIMYEMLVGYPPFYSDDPITTCRKIVHWRNHLKFPEDSKVSPEARDLICRLL~CDVDHRIGSAG~~ADQIKAHPWFRGVAWEKLYE~~MEAAFKPQVNDELDTQNFMK~~FEEIHYIQIESL 
18399030.p  VNEPLNDENINESIDGDENCSIGRRGRRWKSPLEQLQHWQINRRKLAYSTVGTPDYIAPEVLLK~KGYGVECDWWSLGAIMYEMLVGYPPFYSDDPVTTCRKIVSWRTHLVFPEGARLTPEARDLICRLL~CDSEHRLGSHGAGAEQIKAHTWFKDVEWEKLYE~~MDAAFKPVVNGELDTQNFMK~~FDEVE~~~~~~~ 
AK101120    EPDYT~~STKGTKPLPDSSSRLSSSALKR~TQQEQLSHWQKNRRMLAYSTVGTPDYIAPEVLLK~KGYGMECDWWSLGAIMYEMLVGYPPFYSEDPMSTCRKIVNWRSHLKFPEEAKLSPEAKDLISKLL~CNVEQRLGTKG~~AHEIKAHPWFRGLPWERLYQ~~MKAAFIPEVNSELDTQNFEK~~FEETG~~~~~~~ 
55960009    EFDYA~~VGKNINPSMDGDKLLSSSAAPRRTQQEQLLHWQKNRRMLAYSTVGTPDYIAPEVLLK~KGYGMECDLWSLGAIMYEMLVGYPPFYSEDPMSTCRKIVNWRSHLKFPEEAKLSPEAKDLISKLL~CNADLRLGTKG~~AHEIKAHPWFKGLEWEKLYQ~~MEAAFIPEVNDELDTQNFEK~~FEEI~~~~~~~~ 
30682806.p  EKDFT~~VARNVSGALQSDGRPVATRRT~~~QQEQLLNWQRNRRMLAYSTVGTPDYIAPEVLLK~KGYGMECDWWSLGAIMYEMLVGFPPFYSDDPMTTCRKIVNWRNYLKFPDEVRLSPEAKDLICRLL~CNVEQRLGTKG~~ADEIKGHPWFRGTEWGKLYQ~~MKAAFIPQVNDELDTQNFEK~~FEETD~~~~~~~ 
30682811.p  EKDFT~~VARNVSGALQSDGRPVATRRT~~~QQEQLLNWQRNRRMLAYSTVGTPDYIAPEVLLK~KGYGMECDWWSLGAIMYEMLVGFPPFYSDDPMTTCRKIVNWRNYLKFPDEVRLSPEAKDLICRLL~CNVEQRLGTKG~~ADEIKGHPWFRGTEWGKLYQ~~MKAAFIPQVNDELDTQNFEK~~FEETD~~~~~~~ 
22331282.p  EKDFV~~VAHNLSGALQSDGRPVAPRRTR~SQMEQLQNWQRNRRMLAYSTVGTPDYIAPEVLLK~KGYGMECDWWSLGAIMYEMLVGFPPFYSDEPMTTCRKIVNWKNYLKFPDEVRLSPEAKDLICRLL~CNVEQRIGTKG~~ANEIKEHPWFSGVEWEKLYQ~~MKAAFIPQVNDELDTQNFEK~~FEETD~~~~~~~ 
15225358.p  ENDFS~~NNSNGS~TEQEAG~STAPKRT~~~QQEQLEHWQRNRRTLAYSTVGTPDYIAPEVLLK~KGYGMECDWWSLGAIMYEMLVGYPPFYSDDPMSTCRKIVNWKSHLKFPEEAILSREAKDLINSLL~CSVRRRLGSKG~~ADELKAHTWFETVDWDTIFD~~MDAAFVPEVNDDLDTQNFEK~~FDESE~~~~~~~ 
15219591.p  GEDFT~~VGNAGSGGGSESV~STTPKRS~~~QQEQLEHWQKNRRMLAYSTVGTPDYIAPEVLLK~KGYGMECDWWSLGAIMYEMLVGYPPFYADDPMSTCRKIVNWKTHLKFPEESRLSRGARDLIGKLL~CSVNQRLGSTG~~ASQIKAHPWFEGVQWEKIYQ~~MEAAFIPEVNDDLDTQNFEK~~FDEED~~~~~~~ 
16418172    EKDVT~~STKPQSTNGDGRQ~QSMPKRT~~~QQEQLEHWQKNRRTLAYSTVGTPDYIAPEVLLK~KGYGMECDWWSLGAIMYEMLVGYPPFYSDEPMTTCRKIVNWRTHLKFPEEARLMTDAKDLISKLL~CNVDQRLGTKG~~AEEIKEHSWFSGVEWDKLYE~~IEAAYQPQVTDELDTQNFEK~~FEESS~~~~~~~ 
15221465.p  AELVDR~STKPAAEHDRLSKPPSAPRRT~~~QQEQLLHWQQNRRTLAFSTVGTPDYIAPEVLLK~KGYGMECDWWSLGAIMFEMLVGFPPFYSEEPLATCRKIVNWKTCLKFPDEAKLSIEVKDLIRRLL~CNVEQRLGTKG~~VHEIKAHPWFRGVEWERLYE~~SNAPYIPQVKHELDTQNFEK~~FDEVP~~~~~~~ 
18416116.p  EDDEM~~~~~LSQDSENQSGKSDADKAPWQMPKEQLLQWKRNRRALAYSTVGTLDYMAPEVLLK~KGYGMECDWWSLGAILYEMLVGYPPFCSDDPRITCRKIINWRVCLKFPEEPKISDEARDLICRLL~CDVDSRLGTRG~~VEEIKSHPWFKGTPWDKLYD~~MEAAYRPIVDGELDTQNFEK~~FPEVE~~~~~~~ 
1muo_AUR1   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~VHAPSSRR~~~TTLCGTLDYLPPEMIEG~RMHDEKVDLWSLGVLCYEFLVGKPPFEANTYQETYKRIS~~RVEFTFPD~~FVTEGARDLISRLL~KHNPSQRPMLR~~~~EVLEHPWIT~~~~~~~~~~~~~~~~~ANSSKPSNCQNKES~~ASKQS~~~~~~~ 
1omw_GPRK2  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~PHASVGTHGYMAPEVLQKGVAYDSSADWFSLGCMLFKLLRGHSPFR~QHKTKDKHEIDRMTLTMAVELPDSFSPELRSLLEGLLQRDVNRRLGCLGRGAQEVKESPFFRSLDWQMVFLQKYPPPLIPPRGEVNAADAFDIGSFDEEDTKG~~~~ 



 
                    610       620       630       640       650       660       670       680       690       700       710       720       730       740       750       760       770       780       790       
800                    
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
1l3r_PKACa  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~IRVXINEKCGKEFTEF~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1jlu_AMPK   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~IRVXINEKCGKEFTEF~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
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